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Invitation of organizers 
 
 
 
 
 
Dear participant! 
 
This special meeting is devoted to science of Genome. Perhaps, the best way to outline the 
scope of the initiative is to list major key words of what is on the agenda. 
 
Science (II) is about: writing grants, promotion, committees, publication rate, citation rate, 
presentations, impact index, career opportunities, sexy website, subscription, publicity, 
honors (plural). 
 
But science (I) is also about: discovery, knowledge, curiosity, truth, theory, provocative 
thought, elegant experiment, dispute, contemplation, openness, respect, honor (singular). 
 
The organizers are geared to the best of what we think about science. In the ocean of new 
knowledge one should not neglect classical navigation instruments. They are not dependent 
on memberships, subscriptions or grant record, and can be brought in only by solid 
traditional science education and communication within the kin. 
   
We welcome participants of the Genome Workshop to the booklet of abstracts, and to the 
Workshop itself where we are going to experience science (I) in vivo. 
 
 
Organizers 
 
Thomas Bettecken 
Jiri Fajkus 
Edward N. Trifonov 
 
Lucie Němcová 
Marcela Šefčíková 
Tomáš Mozga  
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Czech Republic 

 

 
 
Organizers: 
 
Dr. med. Thomas Bettecken 
Center for Applied GenoTyping Munich 
Max Planck Institute of Psychiatry 
Kraepelinstrasse 2-10, D-80804  Münich, Germany 
e-mail: bettecken@mpipsykl.mpg.de 
phone: +49 89 30 622 250 
fax: +49 89 30 622 303 
http://www.cagt-munich.de 
http://www.mpipsykl.mpg.de 
 
Prof. Ji ří Fajkus 
Department of Functional Genomics and Proteomics 
Faculty of Science, Masaryk University 
Kamenice 5/A2, 625 00  Brno, Czech Republic 
e-mail: fajkus@sci.muni.cz 
phone: +420 549 494 003 
fax: +420 549 492 654 
http://www.sci.muni.cz/FGP/ 
 
Prof. Edward N. Trifonov 
Genome Diversity Center, Institute of Evolution 
University of Haifa 
Mount Carmel, Haifa 31905, Israel 
e-mail: trifonov@research.haifa.ac.il 
phone: +972 48 288 096 
fax: +972 48 246 554 
http://research.haifa.ac.il/~genom/ 
 
 
Programme advisor:  
 
Prof. Giorgio Bernardi 
President of International Union of Biological Sciences 
Accademia Nazionale delle Scienze 
via L. Spallanzani 5/a, 00161  Rome, Italy 
e-mail: bernardi@accademiaxl.it 
phone: +39 335 405 892 
http://www.iubs.org/ 
http://www.accademiaxl.it/home_eng.php 
 
 



 5 

Participating institutions: 
 
International Union of Biological Sciences 
Université Paris Sud XI 
Bâtiment 442, 91405  Orsay cedex, France 
e-mail: secretariat@iubs.org 
phone: +33 (0)169 155 027 
fax: +33 (0)169 157 947 
http://www.iubs.org/ 
 
Department of Functional Genomics and Proteomics, M asaryk University 
Kamenice 5/A2, 625 00  Brno, Czech Republic 
e-mail: fajkus@sci.muni.cz 
phone: +420 549 494 003 
fax: +420 549 492 654 
http://www.sci.muni.cz/FGP/ 
 
 Lucie Němcová, luckanemcova1@seznam.cz 
 Marcela Šefčíková, marcelas@sci.muni.cz 
 Tomáš Mozga, tomas.mozga@gmail.com 
 
Mendel Museum, Masaryk University 
Augustinian Abbey of St. Thomas 
Mendlovo náměstí (Mendel Square) 1a, 603 00  Brno, Czech Republic 
e-mail: info@mendelmuseum.muni.cz 
phone: +420 543 424 043 
fax: +420 543 332 075 
http://www.mendelmuseum.muni.cz/ 
 
 
 
Partners:   
 
Applied Biosystems :  www.appliedbiosystems.com 
 
ROCHE s.r.o. :  www.roche.com 
 
BioTech a.s. :  www.biotech.cz 
 
Eppendorf Czech & Slovakia s.r.o. :  www.eppendorf.cz 
 
Illumina, Inc. :  www.illumina.com 
 
M.G.P., spol. s.r.o. :  www.mgp.eu 
 
Metabion :  www.metabion.com 
 
OLYMPUS CZECH GROUP, s.r.o. :  www.olympus.cz 
 
Lahůdká řství Jan Paukert :  www.janpaukert.cz 
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Workshop programme 
 
  
 
Thursday October 14, 2010  
 
10:00-12:00 Workshop secretariat – registration, refreshment 
12:00-12:30 Workshop opening 
 
Session I: Genome / Chromatin Architecture 
12:30-13:00 Giorgio Bernardi 

p18 
Isochores, chromatin structure and the regulation 
of gene expression in the human genome 

13:00-13:30 Jörg Langowski 
p19 

From nucleosome dynamics to nuclear 
architecture: Single molecule fluorescence and 
multiscale computer modeling of chromatin 
structure 

13:30-14:00 Kazuhiro Maeshima 
p20 

How is a long strand of DNA compacted into a 
chromosome? 

14:00-14:25 Coffee break 
14:25-14:55 Thomas Cremer 

p21 
Models of nuclear architecture and current 
experimental evidence 

14:55-15:15 Marion Cremer 
p22 

Comparison of  chromatin condensation induced in 
human diploid fibroblasts by chaetocin or by in vitro 
senescence 

15:15-15:45 Ronald Hancock 
p23 

The crucial role of entropic forces in a crowded 
environment for genome structure and functions 

15:45-16:15 Ivan Raška 
p24 

Replication timing of pseudo-NORs 
 

16:15-16:30 Joseph T.Y. Wong 
p25 

Assembly of liquid crystalline chromosomes 
 

16:30-16:50 Coffee break 
16:50-17:20 Jörn Walter 

p26 
Epigenomic reprogramming in the mouse zygote – 
hydroxylation enters the stage 

17:20-17:50 Philipp Bucher 
p27 

What ChIP-Seq data tell us about gene regulation? 
 

17:50-18:15 Jiří Fajkus 
p28 

Plant telomere maintenance and chromatin 
structure 

18:15-18:30 Tomáš Eichler 
p29 

Novel yeast protein components involved in 
telomere maintenance and their interconnection 
with cell division 

 
18:30-20:00 Welcome drink, poster session 
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Friday October 15, 2010  
 
Session I: Genome / Chromatin Architecture 
9:00-9:30 Edward N. Trifonov 

p30 
Latest on the nucleosome positioning sequence 
patterns 

9:30-10:00 Thomas Bettecken 
p31 

The CpG - chromatin connection 
 

10:00-10:30 Jan Mrázek 
p32 

DNA curvature-related sequence periodicity in 
prokaryotes, viruses and organelles 

10:30-10:45 Christopher A. 
Murgatroyd         p34 

Epigenetic programming of the neuroendocrine 
stress system 

10:45-11:10 Coffee break 
 
Session II: Genome Dynamics, Retroelements 
11:10-11:40 Jan Svoboda  

p36 
Retroviruses and genetics 
 

11:40-12:10 Jerzy Jurka 
p37 

Evolutionary role of transposable elements: facts, 
hypotheses and open questions 

12:10-12:40 Eduard Kejnovský 
p38 

Genome dynamics and sex chromosomes 
 

12:40-12:55 Alexander Belyayev 
Olga Raskina 
p39 

Speciation precursor: impact of transposable 
element dynamics in a marginal plant population 
 

12:55-13:15 David G. King 
p40 

Metaptation: Metaphors for genome evolution 
 

 
13:15-14:30 Lunch break, Mendel Museum guided tour 
 
Session III: Plant Genome Structure and Evolution 
14:30-15:00 David Sankoff 

p42 
The reconstruction of ancestral dicotyledon gene 
orders, taking into account whole genome 
duplication (WGD) events 

15:00-15:30 Jaroslav Doležel 
p43 

Dissecting genetic information in crops with 
complex genomes 

15:30-16:00 Volker Brendel 
p44 

Modeling the fate of protein-coding gene structure 
in plant genomes 

 
16:00-17:00 Coffee break, Augustinian Abbey guided tour 
 
17:00-17:30 Martin A. Lysák 

p45 
Genome duplication and reshuffling: an insight 
from crucifers 

17:30-17:45 Hanna Schneeweiss  
p46 

Genome plasticity in Prospero (Hyacinthaceae) 
 

17:45-18:00 Maria Albani 
p47 

Significance of a partial tandem duplication of 
PEP1 studied by natural genetic variation in Arabis 
alpina  

   
18:00-18:30 Vítězslav Orel 

Eva Roubalová   p14 
The resurrection of Mendel´s discovery 

 
18:30-21:00 Genome Workshop Banquet by Jan Paukert, poster session 



 8 

 
Saturday October 16, 2010  
 
Session IV: Genome Function 
9:00-9:30 Takashi Gojobori  

p49 
A distribution of transcription start sites (TSS) over 
the human genome and the genome network 
regulation 

9:30-10:00 Hanspeter Herzel 
p50 

Circadian gene regulation 
 

10:00-10:15 Kornel Burg 
p52 

Sequence composition and gene content of the 
short arm of rye (Secale cereale) chromosome 1 

10:15-10:30 Roman Jaksik 
p53 

Regulation of gene expression by nucleic acid 
binding factors evolved by gain or loss of binding 
sites 

10:30-10:50 Coffee break 
10:50-11:20 Minoru Kanehisa 

p54 
Use of chemical logic to decipher the genome in 
KEGG 

11:20-11:50 Graziano Pesole 
p55 

De novo detection of RNA editing changes by RNA 
deep-sequencing 

11:50-12:05 Yechezkel Kashi 
p57 

Directed mutations in evolution:  
Targeted genomic and environmental modifiers 

12:05-12:20 Eva Bártová 
p58 

Functional re-arrangement and kinetic properties of 
JMJD2B histone demethylase 

 
12:20-13:00 Discussion about future workshop, concluding remark s 

moderated by Edward N. Trifonov  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 




